Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.042; wR factor = 0.125; data-to-parameter ratio = 14.9.
Related literature
Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.125 S = 1.07 3383 reflections 227 parameters H-atom parameters constrained Á max = 0.46 e Å À3 Á min = À0.32 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z.
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: PLATON (Spek, 2009) and publCIF (Westrip, 2010).
1-(4-Methylphenylsulfonyl)-5,6-dinitro-1H-indazole
Bassou Oulemda, El Mostapha Rakib, Najat Abbassi, Mohamed Saadi and Lahcen El Ammari
Comment
Indazole derivatives are a versatile class of compounds that have found use in biology, catalysis, and medicinal chemistry (Schmidt et al., 2008) . Although rare in nature (Liu et al., 2004; Ali et al., 2008) , indazoles exhibit a variety of biological activities such as HIV protease inhibition (Patel et al., 1999) , antiarrhythmic and analgesic activities (Mosti et al., 2000) , antitumor activity) and antihypertensive properties (Bouissane et al., 2006; Abbassi et al., 2012) . The present work is a continuation of the investigation of the sulfonamide derivatives published recently by our team (Abbassi et al., 2013; Chicha et al., 2013) .
The molecule of the title compound is built up from an indazole ring system linked to a tosyl ring and to two nitro groups as shown in Fig. 1 . The indazole ring system makes dihedral angles of 57.0 (3)° and 31.9 (3)°, with the two plans through the atoms forming the first (N1, O1, O2) and the second (N2, O3, O4) nitro groups, respectively. The plane through the tosyl ring is practically perpendicular to the indazole ring system ring, as indicated by the dihedral angle of 89.40 (9) °. In the crystal, the molecules are linked by a C-H···O interaction to form a one-dimensional chain running along the [100] direction as shown in Fig. 2 and Table 2 .
Experimental
To a stirred solution of 5,6-dinitroindazole (0.5 g, 2.4 mmol) in pyridine (25 ml) was added crude p-methylbenzenesulfonyl chloride (0.45 g, 2.4 mmol) over 10 min. The reaction mixture was allowed to attain room temperature and was stirred for further 24 h. The mixture was evaporated under reduced pressure and the residue was purified by silica gel flash column chromatography eluting with dichloromethane. The title compound was recrystallized from acetone. Yield: 56%, m.p.: 307-309 K.
Refinement
H atoms were located in a difference map and treated as riding with C-H = 0.96 Å and C-H = 0.93 Å for methyl and aromatic, respectively and with U iso (H) = 1.5 U eq for methyl and U iso (H) = 1.2 U eq for aromatic H atoms. Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.0249 (2) 0.1414 (2) (7) 0.0030 (6) 0.0020 (6) C2 0.0380 (9) 0.0381 (9) 0.0325 (8) 0.0140 (7) −0.0008 (7) −0.0007 (7) C3 0.0487 (10) 0.0311 (8) 0.0301 (8) 0.0145 (7) 0.0004 (7) 0.0002 (6) 0.0403 (7) 0.0691 (9) 0.0438 (7) 0.0289 (7) −0.0017 (6) 0.0018 (7) O6 0.0701 (10) 0.0486 (8) 0.0543 (9) 0.0339 (7) 0.0137 (7) −0.0048 (7) S1 0.0394 (3) 0.0435 (3) 0.0349 (2) 0.0227 (2) 0.00423 (18) −0.00191 (18) Geometric parameters (Å, º) (3) N4-S1 1.6992 (15) C8-S1 1.7429 (18) O5-S1 1.4245 (14) C9-C10 1.381 (3) O6-S1 1.4186 (14) C9-H9 0.9300
